}J];l iprotKB Entry name |organism full oglcnacscore o'glcnac p'h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl“acellular
name sites sites reticulum apparatus ) membrane [region
P05456 HSP70_TRYCR|[Trypanosoma Heat [19.946178 NaN NaN 30984116 MTYEGAIGIDLGTTYSCVGVWQNER [None None None [None None None None None None
cruzi shock IVEIIANDQGNRTTPSYVAFTDSERLI
70 kDa GDAAKNQVAMNPRNTVFDAKRLIG
protein RKFSDPVVQSDMKHWPFKVITKGD

DKPVIQVQFRGETKTFNPEEVSSMV
LSKMKEIAESYLGKQVKKAVVTVPAY
FNDSQRQATKDAGTIAGLEVLRIINE
PTAAAIAYGLDKVEDGKERNVLIFDL
GGGTFDVTLLTIDGGIFEVKATNGDT
HLGGEDFDNRLVAHFTDEFKRKNK
GKDLSTNLRALRRLRTACERAKRTL
SSAAQATIEIDALFDNVDFQATITRA
RFEELCGELFRGTLQPVERVLQDAK
MDKRAVHDVVLVGGSTRIPKVMQLV
SDFFRGKELKKSIQPDEAVAYGAAV
QAFILTGGKSKQTEGLLLLDVTPLTL
GIETAGGVMTSLIKRNTTIPTKKSQIF
STYADNQPGVHIQVFEGERAMTKDC
HLLGTFELSGIPPPPRGVPQIEVTFD
LDANGILNVSAEEKGTGKRNQIVLT
NDKGRLSRAEIERMVREAAKYEAED
KDQVRQIDAKNGLENYAFSMKNAV
NDPNVAGKIEEADKKTITSAVEEALE
WLNNNQEASKEEYEHRQKELENLC
TPIMTNMYQGMAGAGMPGGMPGG
MPGGMPGGMPGGMPGGMPGGMP
GGMPGGMPGGMPGGANPSSSSGPE
IVEEVD




