UniprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion . ic|golgi [plasma eth:acellu]
ID name sites sites reticulum |apparatus membrane [region
P05546 HEP2_HUMAN [Homo Heparin [21.823565 T285;T328|S37 31492838;38253038;38665916 [MKHSLNALLIFLIITSAWGGSKGPLD |False True 1.674 |1.726 ([1.44 4.391 1.096 1.981 4.568
sapiens cofactor QLEKGGETAQSADPQWEQLNNKNL
2 SMPLLPADFHKENTVTNDWIPEGEE

DDDYLDLEKIFSEDDDYIDIVDSLSV
SPTDSDVSAGNILQLFHGKSRIQRLN
ILNAKFAFNLYRVLKDQVNTFDNIFI
IAPVGISTAMGMISLGLKGETHEQVH
SILHFKDFVNASSKYEITTIHNLFRK
LTHRLFRRNFGYTLRSVNDLYIQKQ
FPILLDFKTKVREYYFAEAQIADFSDP
IAFISKTNNHIMKLTKGLIKDALENID
PATQMMILNCIYFKGSWVNKFPVE
MTHNHNFRLNEREVVKVSMMQTK
GNFLAANDQELDCDILQLEYVGGIS
MLIVVPHKMSGMKTLEAQLTPRVVE
RWQKSMTNRTREVLLPKFKLEKNY
NLVESLKLMGIRMLFDKNGNMAGI
SDQRIAIDLFKHQGTITVNEEGTQAT
TVITTVGFMPLSTQVRFTVDRPFLFLI
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