UniprotKB

Entry name |organism |full name |oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellular
ID sites reticulum apparatus membrane region
P05786 K2C8_BOVIN (Bos Keratin, 39.03173 NaN S9;S13;515;S21;522;S24;T26;527;S |41018975 [MSIRVTQKSYKVSTSAPRSFSSRSYT [NaN NaN NaN |NaN NaN NaN NaN NaN None
taurus type II 31;S34;S39;543;544;S81;T235;5281 SGPGSRISSSAFSRVGSSSSFRGGLG

cytoskeletal
8

;S337;5407;S411;S417;5424;S433;S
470;S472;S473;S477

TGMSMAGSYGGAPGLGGITAVTVNQ
SLLSPLKLEVDPNIQAVRTQEKEQIK
TLNNKFASFIDKVRHLEQQNKVLET
KWNLLQQQKTARSNIDNMFESYIN
NLRRQLETLAQEKLKLEVELGNMQ
GLVEDFKTKYEDEIQKRTDMENEFV
[IKKDVDEAYMNKVELESRLEGLTDE
INFYRQLYEEEIREMQSQISDTSVVL
EMDNNRNLDLDGIIAEVKAQYEEIA
NRSRAEAEAMYQIKYEELQTLAGKH
GDDLRRTKTEISEMNRNINRLQAEI
EGLKGQRASLEAAIADAEQRGEMAV
KDAQAKLAELEAALRNAKQDMARQ
LREYQELMNVKLALDVEIATYRKLLE
GEESRLESGMQNMSIHTKTTSGYAG
GLTSSYGTPGFNYSLSPGSFSRTSSK
PVVVKKIETRDGKLVSESSDVLSK




