}Jl;l iprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellul
name sites sites reticulum |apparatus membrane region
P05997 CO5A2_HUMAN [Homo Collagen [20.652421 S913 NaN 38665916;39894887;38253038 MMANWAEARPLLILIVLLGQFVSIKA [False False False [1.411 |False 4.0 False 0.326 4.132
sapiens alpha- QEEDEDEGYGEEIACTQNGQMYLN
2(V) RDIWKPAPCQICVCDNGAILCDKIEC
chain QDVLDCADPVTPPGECCPVCSQTPG

GGNTNFGRGRKGQKGEPGLVPVVT
GIRGRPGPAGPPGSQGPRGERGPKG
RPGPRGPQGIDGEPGVPGQPGAPGP
PGHPSHPGPDGLSRPFSAQMAGLD
EKSGLGSQVGLMPGSVGPVGPRGPQ
GLQGQQGGAGPTGPPGEPGDPGPM
GPIGSRGPEGPPGKPGEDGEPGRNG
NPGEVGFAGSPGARGFPGAPGLPGL
KGHRGHKGLEGPKGEVGAPGSKGE
AGPTGPMGAMGPLGPRGMPGERGR
LGPQGAPGQRGAHGMPGKPGPMGP
LGIPGSSGFPGNPGMKGEAGPTGAR
GPEGPQGQRGETGPPGPVGSPGLPG
AIGTDGTPGAKGPTGSPGTSGPPGSA
GPPGSPGPQGSTGPQGIRGQPGDPG
VPGFKGEAGPKGEPGPHGIQGPIGPP
GEEGKRGPRGDPGTVGPPGPVGERG
APGNRGFPGSDGLPGPKGAQGERGP
VGSSGPKGSQGDPGRPGEPGLPGAR
GLTGNPGVQGPEGKLGPLGAPGEDG
RPGPPGSIGIRGQPGSMGLPGPKGSS
GDPGKPGEAGNAGVPGQRGAPGKD
GEVGPSGPVGPPGLAGERGEQGPPG
PTGFQGLPGPPGPPGEGGKPGDQGV
PGDPGAVGPLGPRGERGNPGERGEP
GITGLPGEKGMAGGHGPDGPKGSPG
PSGTPGDTGPPGLQGMPGERGIAGT
PGPKGDRGGIGEKGAEGTAGNDGAR
GLPGPLGPPGPAGPTGEKGEPGPRG
LVGPPGSRGNPGSRGENGPTGAVGF
IAGPQGPDGQPGVKGEPGEPGQKGD
AGSPGPQGLAGSPGPHGPNGVPGLK
GGRGTQGPPGATGFPGSAGRVGPPG
PAGAPGPAGPLGEPGKEGPPGLRGD
PGSHGRVGDRGPAGPPGGPGDKGD
PGEDGQPGPDGPPGPAGTTGQRGIV
GMPGQRGERGMPGLPGPAGTPGKV
GPTGATGDKGPPGPVGPPGSNGPVG
EPGPEGPAGNDGTPGRDGAVGERG
DRGDPGPAGLPGSQGAPGTPGPVGA
PGDAGQRGDPGSRGPIGPPGRAGKR
GLPGPQGPRGDKGDHGDRGDRGQK
GHRGFTGLQGLPGPPGPNGEQGSA
GIPGPFGPRGPPGPVGPSGKEGNPG
PLGPIGPPGVRGSVGEAGPEGPPGEP
GPPGPPGPPGHLTAALGDIMGHYDE
SMPDPLPEFTEDQAAPDDKNKTDPG
VHATLKSLSSQIETMRSPDGSKKHP
ARTCDDLKLCHSAKQSGEYWIDPNQ
GSVEDAIKVYCNMETGETCISANPSS
[VPRKTWWASKSPDNKPVWYGLDM
NRGSQFAYGDHQSPNTAITQMTFLR
LLSKEASQNITYICKNSVGYMDDQA
KNLKKAVVLKGANDLDIKAEGNIRF
RYIVLQDTCSKRNGNVGKTVFEYRT
QNVARLPIIDLAPVDVGGTDQEFGVE
IGPVCFV




