UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(‘}oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
P06330 HVM51_MOUSE Mus Ig 25.810548 NaN NaN 29187734 |[EVQLQQSGPELVKPGASVKISCKASG |[None None None [None None None None None None
musculus |[heavy YTFTDYYMNWVKQSHGKSLEWIGDI

chain NPNNGGTSYNQKFKGKATLTVDKSS

\4 SATYMELRSLTSEDSAVYYCARGYGY

region DPFDVWGTGTTVTVSS

IAC38

205.12




