UniprotKB Entry name |organism [full name |oglcnacscore °9 lenac phosphorylation sites PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
1D sites reticulum apparatus membrane [region
P06394 K1C10 BOVIN |Bos Keratin, 39.03173 NaN S14;S16;S34;S45;S48;S151 (41018975 [MSVRYSSSKQYSSSRSGGGGGGGSS [NaN NaN NaN [NaN NaN NaN NaN NaN None
taurus type I LRISSSKGSLGGGYSSGGFSGGSFSR
cytoskeletal GSSAGGCFGGSSSIYGGGLGSGFGG
10 GYGSSFGGSYGGSFGGGYGGGGFG

GGSFGGGSFGGGLGGGFGDGGLISG
NQKITMQNLNDRLASYLDKVRALEE
SNYELEVKIKEWYEKYGNSRQREPR
DYSKYYQTIDDLKNQIFNLTTDNANI
LIQVDNARLAADDFRLKYENEVTLR
QSVEADINGLRRVLDELTLTKTDLE
MQIESLTEELAYLKKNHEEEMRDLQ
NVSTGDVNVEMNAAPGVDLTELLN
NMRSQYEQLAEKNRRDAEAWFNEK
SKELTTEINSNLEQVSSHKSEITELR
RTIQGLEIELQSQLALKQSLEASLAE
TEGRYCVQLSQIQSQISSLEEQLQQI
RAETECQNAEYQQLLDIKIRLENEIQ
TYRSLLEGEGSSGGGSYGGGRGYGG
SSGGGGGGYGGGSSSGGYGGGSSS
GGGHGGSSGGSYGGGSSSGGGHGG
GSSSGGHKSTTTGSVGESSSKGPRY




