UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi plasr

ID sites reticulum |apparatus mem

P06454 PTMA_HUMAN [Homo Prothymosin [16.879921 NaN S2;T8;S9;S10;T13;T14;T102;T107|30444036;34019948;38665916 MSDAAVDTSSEITTKDLKEKKEVVE  |True False 4.71 5.0 1.848 1.454 0.934 1.801
sapiens |alpha EAENGRDAPANGNAENEENGEQEA
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