UniprotKB Entry organism [full name oglcnacscore oplcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi extx:ace
ID name sites reticulum |apparatus membrane fregion
P06687 IAT1A3_RAT |Rattus Sodium/potassium-|23.439218 NaN S37;556;5218;5265;S442;T548;S93 38843836 MGDKKDDKSSPKKSKAKERRDLDD (True True 1.124 [4.269 [1.522 4.215 4.184 5.0 1.251
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LKKEVAMTEHKMSVEEVCRKYNTD
CVQGLTHSKAQEILARDGPNALTPP
PTTPEWVKFCRQLFGGFSILLWIGAI
LCFLAYGIQAGTEDDPSGDNLYLGIV
LAAVVIITGCFSYYQEAKSSKIMESFK
NMVPQQALVIREGEKMQVNAEEVV
'VGDLVEIKGGDRVPADLRIISAHGCK
'VDNSSLTGESEPQTRSPDCTHDNPL
ETRNITFFSTNCVEGTARGVVVATG
DRTVMGRIATLASGLEVGKTPIAIEIE
HFIQLITGVAVFLGVSFFILSLILGYT
'WLEAVIFLIGIIVANVPEGLLATVTVC
LTLTAKRMARKNCLVKNLEAVETLG
STSTICSDKTGTLTQNRMTVAHMW
FDNQIHEADTTEDQSGTSFDKSSHT
'WVALSHIAGLCNRAVFKGGQDNIPV
LKRDVAGDASESALLKCIELSSGSVK
LMRERNKKVAEIPFNSTNKYQLSIH
ETEDPNDNRYLLVMKGAPERILDRC
ATILLQGKEQPLDEEMKEAFQNAYL
ELGGLGERVLGFCHYYLPEEQFPKG
FAFDCDDVNFTTDNLCFVGLMSMI
DPPRAAVPDAVGKCRSAGIKVIMVTG
DHPITAKAIAKGVGIISEGNETVEDIA
ARLNIPVSQVNPRDAKACVIHGTDL
KDFTSEQIDEILQNHTEIVFARTSPQ
QKLIIVEGCQRQGAIVAVTGDGVNDS
PALKKADIGVAMGIAGSDVSKQAAD
MILLDDNFASIVTGVEEGRLIFDNLK
KSIAYTLTSNIPEITPFLLFIMANIPLP
LGTITILCIDLGTDMVPAISLAYEAAE
SDIMKRQPRNPRTDKLVNERLISMA
'YGQIGMIQALGGFFSYFVILAENGFL
PGNLVGIRLNWDDRTVNDLEDSYG
QQWTYEQRKVVEFTCHTAFFVSIVV
'VQWADLIICKTRRNSVFQQGMKNKI
LIFGLFEETALAAFLSYCPGMDVALR
MYPLKPSWWFCAFPYSFLIFVYDEIR

KLILRRNPGGWVEKETYY




