}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr-ace
name sites sites reticulum |apparatus membrane [region
P06702 S10A9_HUMAN [Homo Protein [41.53824 NaN T113 26374642;20305658;40930100;386 [MTCKMSQLERNIETIINTFHQYSVKL [True True 5.0 4.624 [1.784 1.549 0.876 5.0 5.0
sapiens S100- 65916 GHPDTLNQGEFKELVRKDLQNFLK
A9 KENKNEKVIEHIMEDLDTNADKQLS
FEEFIMLMARLTWASHEKMHEGDE
GPGHHHKPGLGEGTP




