UniprotKB Entry name |organism full oglcnacscore °9 lcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma
ID nmame sites reticulum apparatus membra
P06744 G6PI_HUMAN Homo Glucose- [32.701653 NaN S107;T109;5185;T250;S455(30397120;33214551;16408927;268 [MAALTRDPQFQKLQQWYREHRSEL (True True 4.884 |4.73 2.535 2.022 1.769 4.718
sapiens  [6- 53435;38665916;34725712;321195 [NLRRLFDANKDRFNHFSLTLNTNH
iphosphate 11;40930100;34019948;35138101 |GHILVDYSKNLVTEDVMRMLVDLAK

lisomerase

SRGVEAARERMFNGEKINYTEGRAV
LHVALRNRSNTPILVDGKDVMPEVN
KVLDKMKSFCQRVRSGDWKGYTGK
TITDVINIGIGGSDLGPLMVTEALKPY
SSGGPRVWYVSNIDGTHIAKTLAQL
NPESSLFIIASKTFTTQETITNAETAK
EWFLQAAKDPSAVAKHFVALSTNTT
KVKEFGIDPQNMFEFWDWVGGRYS
LWSAIGLSIALHVGFDNFEQLLSGA
HWMDQHFRTTPLEKNAPVLLALLGI
'WYINCFGCETHAMLPYDQYLHRFAA
YFQQGDMESNGKYITKSGTRVDHQT
GPIVWGEPGTNGQHAFYQLIHQGTK
MIPCDFLIPVQTQHPIRKGLHHKILL
IANFLAQTEALMRGKSTEEARKELQA
IAGKSPEDLERLLPHKVFEGNRPTNS
IVFTKLTPFMLGALVAMYEHKIFVQG
I[IWDINSFDQWGVELGKQLAKKIEPE
LDGSAQVTSHDASTNGLINFIKQQR

EARVQ




