UniprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasi
ID name sites reticulum |apparatus mem
P06745 G6PI_MOUSE [Mus Glucose- (34.420904 NaN S86;5107;T109;S185;T250;S455 [22645316;36288343;33300544;375 [MAALTRNPQFQKLLEWHRANSANL (True True 5.0 2.699 |2.746 2.127 1.382 5.0
musculus [6- 07081;37453647;28528544 KLRELFEADPERFNNFSLNLNTNH
phosphate GHILVDYSKNLVNKEVMQMLVELA

isomerase

KSRGVEAARDNMFSGSKINYTENRA
VLHVALRNRSNTPIKVDGKDVMPEV
NRVLDKMKSFCQRVRSGDWKGYTG
KSITDIINIGIGGSDLGPLMVTEALKP
[YSKGGPRVWFVSNIDGTHIAKTLASL
SPETSLFIIASKTFTTQETITNAETAK
EWFLEAAKDPSAVAKHFVALSTNTA
KVKEFGIDPQNMFEFWDWVGGRYS
LWSAIGLSIALHVGFDHFEQLLSGA
HWMDQHFLKTPLEKNAPVLLALLGI
WYINCYGCETHALLPYDQYMHRFAA
'YFQQGDMESNGKYITKSGARVDHQ
TGPIVWGEPGTNGQHAFYQLIHQGT
KMIPCDFLIPVQTQHPIRKGLHHKIL
LANFLAQTEALMKGKLPEEARKELQ
AAGKSPEDLEKLLPHKVFEGNRPTN
SIVFTKLTPFILGALIAMYEHKIFVQG
IMWDINSFDQWGVELGKQLAKKIEP
ELEGSSAVTSHDSSTNGLISFIKQQR
DTKLE




