UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion em?oplasmlc golgi o extl:acellular
ID sites sites reticulum apparatus membrane [region
P06746 DPOLB_HUMAN |Homo DNA 19.129548 NaN NaN 34019948 MSKRKAPQETLNGGITDMLTELANF (True False 2.86 5.0 2.024 1.364 0.958 2.309 1.403
sapiens [polymerase EKNVSQAIHKYNAYRKAASVIAKYPH
beta KIKSGAEAKKLPGVGTKIAEKIDEFLA

TGKLRKLEKIRQDDTSSSINFLTRVS
GIGPSAARKFVDEGIKTLEDLRKNED
KLNHHQRIGLKYFGDFEKRIPREEM
LQMQDIVLNEVKKVDSEYIATVCGS
FRRGAESSGDMDVLLTHPSFTSEST
KQPKLLHQVVEQLQKVHFITDTLSK
GETKFMGVCQLPSKNDEKEYPHRRI
DIRLIPKDQYYCGVLYFTGSDIFNKN
MRAHALEKGFTINEYTIRPLGVTGVA
GEPLPVDSEKDIFDYIQWKYREPKDR
SE




