UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus| membrane region
P06899 H2B1] HUMAN Homo Histone [13.899183 NaN S15;S37;T116 37217939;38665916 MPEPAKSAPAPKKGSKKAVTKAQKK [None None None [None None None None None None
sapiens H2B DGKKRKRSRKESYSIYVYKVLKQVHP
type 1-] DTGISSKAMGIMNSFVNDIFERIAGE

ASRLAHYNKRSTITSREIQTAVRLLL
PGELAKHAVSEGTKAVTKYTSAK




