UniprotKB Entry name |organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol |nucleus mitochndrion enc.loplasmlc golgi plasma extr:acellular
ID name sites sites reticulum |apparatus membrane region
P07146 TRY2 MOUSE Mus Anionic |25.629171 NaN NaN 36288343 [MSALLILALVGAAVAFPVDDDDKIVG |False True 1.798 |1.926 1.712 1.702 1.325 2.313 5.0
musculus |trypsin- GYTCRESSVPYQVSLNAGYHFCGGS
2 LINDQWVVSAAHCYKYRIQVRLGEH

NINVLEGNEQFVDSAKIIRHPNYNS
WTLDNDIMLIKLASPVTLNARVASVP
LPSSCAPAGTQCLISGWGNTLSNGV
NNPDLLQCVDAPVLPQADCEASYPG
DITNNMICVGFLEGGKDSCQGDSGG
PVVCNGELQGIVSWGYGCAQPDAPG
IVYTKVCNYVDWIQNTIADN




