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P07261 GCR1_YEAST Saccharomyces
cerevisiae

Glycolytic
genes
transcriptional
activator
GCR1

24.475439 NaN T447;S449;S482;S489;S538 33229814 MVCTSTSSNFYSIAQYILQSYFKVNV
DSLNSLKLVDLIVDQTYPDSLTLRKL
NEGATGQPYDYFNTVSRDADISKCPI
FALTIFFVIRWSHPNPPISIENFTTVP
LLDSNFISLNSNPLLYIQNQNPNSN
SSVKVSRSQTFEPSKELIDLVFPWLS
YLKQDMLLIDRTNYKLYSLCELFEF
MGRVAIQDLRYLSQHPLLLPNIVTFI
SKFIPELFQNEEFKGIGSIKNSNNNA
LNNVTGIETQFLNPSTEEVSQKVDS
YFMELSKKLTTENIRLSQEITQLKAD
MNSVGNVCNQILLLQRQLLSGNQAI
GSKSENIVSSTGGGILILDKNSINSN
VLSNLVQSIDPNHSKPNGQAQTHQR
GPKGQSHAQVQSTNSPALAPINMFP
SLSNSIQPMLGTLAPQPQDIVQKRKL
PLPGSIASAATGSPFSPSPVGESPYSK
RFKLDDKPTPSQTALDSLLTKSISSP
RLPLSTLANTAVTESFRSPQQFQHSP
DFVVGGSSSSTTENNSKKVNEDSPS
SSSKLAERPRLPNNDSTTSMPESPT
EVAGDDVDREKPPESSKSEPNDNSP
ESKDPEKNGKNSNPLGTDADKPVPI
SNIHNSTEAANSSGTVTKTAPSFPQS
SSKFEIINKKDTKAGPNEAIKYKLSR
ENKTIWDLYAEWYIGLNGKSSIKKLI
ENYGWRRWKVSEDSHFFPTRRIIMD
YIETECDRGIKLGRFTNPQQPREDIR
KILVGDLEKFRINNGLTLNSLSLYFR
NLTKNNKEICIFENFKNWNVRSMT
EEEKLKYCKRRHNTPS

None None None None None None None None None


