UniprotKB Entry name |organism full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus imitochndrion enc‘loplasmm golgi plasma extr.'acellular
ID sites sites reticulum apparatus membrane region
P07357 CO8A_HUMAN [Homo Complement|19.994096 NaN NaN 37217939 MFAVVFFILSLMTCQPGVTAQEKVN (False True 1.59 1.742 1.568 1.328 0.764 5.0 5.0
sapiens component QRVRRAATPAAVTCQLSNWSEWTD
C8 alpha CFPCQDKKYRHRSLLQPNKFGGTIC
chain SGDIWDQASCSSSTTCVRQAQCGQD

FQCKETGRCLKRHLVCNGDQDCLD
GSDEDDCEDVRAIDEDCSQYEPIPGS
QKAALGYNILTQEDAQSVYDASYYG
GQCETVYNGEWRELRYDSTCERLYY
GDDEKYFRKPYNFLKYHFEALADTG
ISSEFYDNANDLLSKVKKDKSDSFG
IVTIGIGPAGSPLLVGVGVSHSQDTSF
LNELNKYNEKKFIFTRIFTKVQTAHF
KMRKDDIMLDEGMLQSLMELPDQY
NYGMYAKFINDYGTHYITSGSMGGI
IYEYILVIDKAKMESLGITSRDITTCFG
GSLGIQYEDKINVGGGLSGDHCKKF
GGGKTERARKAMAVEDIISRVRGGS
SGWSGGLAQNRSTITYRSWGRSLKY
NPVVIDFEMQPIHEVLRHTSLGPLEA
KRQNLRRALDQYLMEFNACRCGPC
FNNGVPILEGTSCRCQCRLGSLGAA
CEQTQTEGAKADGSWSCWSSWSVC
RAGIQERRRECDNPAPQNGGASCPG
RKVQTQAC




