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D Entry name |organism hame oglcnacscore |oglcnac sites phosphorylation sites |PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion reticulum  |aj
P07437 'TBB5_HUMAN [Homo Tubulin|19.699814 S78;T107;S126;S168;T274;T285|S40;T55;S172;T285;T290(30397120;18369606;37217939;332 |[MREIVHIQAGQCGNQIGAKFWEVIS |True True 4.729 |4.62 2.25 1.919 1.
sapiens |beta 14551;37340703;31373491;405965 |[DEHGIDPTGTYHGDSDLQLDRISVYY
chain 16;26853435;38665916;34725712;3 INEATGGKYVPRAILVDLEPGTMDSV

2119511;40914422;35008409;3508 |[RSGPFGQIFRPDNFVFGQSGAGNN
3852;34019948;35138101;3825303 |[WAKGHYTEGAELVDSVLDVVRKEAE
8 SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVVPSPKVS
DTVVEPYNATLSVHQLVENTDETYCI
DNEALYDICFRTLKLTTPTYGDLNHL
VSATMSGVTTCLRFPGQLNADLRKL
IAVNMVPFPRLHFFMPGFAPLTSRGS
QQYRALTVPELTQQVFDAKNMMAA
CDPRHGRYLTVAAVFRGRMSMKEV
DEQMLNVQNKNSSYFVEWIPNNVK
TAVCDIPPRGLKMAVTFIGNSTAIQE
LFKRISEQFTAMFRRKAFLHWYTGE
GMDEMEFTEAESNMNDLVSEYQQY
QDATAEEEEDFGEEAEEEA




