endoplasmic (golgi plasma extrace

UniprotKB Entry name |organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion N .
ID name sites sites reticulum |apparatus membrane region
P07477 TRY1_HUMAN [Homo Serine [14.91012 NaN NaN 35083852;34019948;35289036;347 |MNPLLILTFVAAALAAPFDDDDKIVG |False True 2.054 |2.17 1.913 2.09 1.577 2.236 5.0
sapiens [protease 25712;34105348;38665916 GYNCEENSVPYQVSLNSGYHFCGGS
1 LINEQWVVSAGHCYKSRIQVRLGEH

NIEVLEGNEQFINAAKIIRHPQYDRK
TLNNDIMLIKLSSRAVINARVSTISLP
TAPPATGTKCLISGWGNTASSGADY
PDELQCLDAPVLSQAKCEASYPGKIT
SNMFCVGFLEGGKDSCQGDSGGPV
'VCNGQLQGVVSWGDGCAQKNKPGV
YTKVYNYVKWIKNTIAANS




