UniprotKB Entry name |organism full name [oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr‘acellular

ID sites sites reticulum apparatus membrane region

P07607 TYSY MOUSE |Mus Thymidylate [26.066638 NaN S108 28135057;28528544 MLVVGSELQSDAQQLSAEAPRHGEL |True False 4.297 |5.0 4.507 1.77 1.047 2.108 2.236
musculus |synthase QYLRQVEHILRCGFKKEDRTGTGTL

SVFGMQARYSLRDEFPLLTTKRVFW
KGVLEELLWFIKGSTNAKELSSKGV

RIWDANGSRDFLDSLGFSARQEGDL
GPVYGFQWRHFGAEYKDMDSDYSG
QGVDQLQKVIDTIKTNPDDRRIIMCA
WNPKDLPLMALPPCHALCQFYVVN

GELSCQLYQRSGDMGLGVPFNIASY
ALLTYMIAHITGLQPGDFVHTLGDA

HIYLNHIEPLKIQLQREPRPFPKLKIL
RKVETIDDFKVEDFQIEGYNPHPTIK

MEMAV




