UniprotKB Entry name |organism full name [oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extt:acellu
ID sites sites reticulum |apparatus membrane region
P07758 A1AT1_MOUSE [Mus Alpha-1-  [30.977753 NaN NaN 39627609;39927985;34105348 MTPSISWGLLLLAGLCCLVPSFLAED (False True False |False |False 0.938 False 1.031 5.0
musculus |antitrypsin IVQETDTSQKDQSPASHEIATNLGDF
1-1 IAISLYRELVHQSNTSNIFFSPVSIATA

FAMLSLGSKGDTHTQILEGLQFNLT
QTSEADIHKSFQHLLQTLNRPDSEL
QLSTGNGLFVNNDLKLVEKFLEEAK
NHYQAEVFSVNFAESEEAKKVINDF
IVEKGTQGKIAEAVKKLDQDTVFALA
NYILFKGKWKKPFDPENTEEAEFHV
DESTTVKVPMMTLSGMLHVHHCST
LSSWVLLMDYAGNATAVFLLPDDGK
MQHLEQTLSKELISKFLLNRRRRLA
QIHFPRLSISGEYNLKTLMSPLGITRI
FNNGADLSGITEENAPLKLSQAVHK
IAVLTIDETGTEAAAVTVLQMVPMSM
PPILRFDHPFLFIIFEEHTQSPIFLGK
IVVDPTHK




