
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

P07934 PHKG1_MOUSE Mus
musculus

Phosphorylase
b	kinase
gamma
catalytic
chain,	skeletal
muscle/heart
isoform

29.125745 NaN NaN 39927985 MTRDDALPDSHSAQTFYENYEPKEI
LGRGVSSVVRRCIHKPTCQEYAVKII
DITGGGSFSSEEVQELREATLKEVDI
LQKVSGHPNIIQLKDTYETNTFFFLV
FDLMKRGELFDYLTEKVTLTEKETR
KIMRALLEVICTLHKLNIVHRDLKPE
NILLDDNMNIKLTDFGFSCQLQPGE
KLREVCGTPSYLAPEIIQCSMDDGHP
GYGKEVDMWSTGVIMYTLLAGSPPF
WHRKQMLMLRMIMDGKYQFGSPE
WDDYSDTVKDLVSRFLVVQPQDRCS
AEEALAHPFFQEYVVEEVRHFSPRG
KFKVICLTVLASVKIYYQYRRVKPVTR
EIVIRDPYALRPLRRLIDAYAFRIYGH
WVKKGQQQNRAALFENTPKAVLLSL
AEEEDF

False False 2.779 1.406 0.281 False False False False


