UniprotKB Entry name organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma

ID sites sites reticulum apparatus membrane

P07954 FUMH_HUMAN [Homo Fumarate 18.725854 S75 T85;T90;T236;S366(34725712;38665916;34019948;342 |MYRALRLLARSRPLVRAPAAALASAP [True False 5.0 5.0 5.0 False False False
sapiens |hydratase, 29054;40596516;28628081 GLGGAAVPSFWPPNAARMASQNSF

mitochondrial

RIEYDTFGELKVPNDKYYGAQTVRST
MNFKIGGVTERMPTPVIKAFGILKRA
AAEVNQDYGLDPKIANAIMKAADEV
IAEGKLNDHFPLVVWQTGSGTQTNM
NVNEVISNRAIEMLGGELGSKIPVHP
NDHVNKSQSSNDTFPTAMHIAAAIE
VHEVLLPGLQKLHDALDAKSKEFAQ
[IKIGRTHTQDAVPLTLGQEFSGYVQ
QVKYAMTRIKAAMPRIYELAAGGTAV
GTGLNTRIGFAEKVAAKVAALTGLPF
VTAPNKFEALAAHDALVELSGAMNT
TACSLMKIANDIRFLGSGPRSGLGEL
ILPENEPGSSIMPGKVNPTQCEAMT
MVAAQVMGNHVAVTVGGSNGHFE
LNVFKPMMIKNVLHSARLLGDASVS
FTENCVVGIQANTERINKLMNESLM
LVTALNPHIGYDKAAKIAKTAHKNGS
TLKETAIELGYLTAEQFDEWVKPKD
MLGPK




