
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P07996 TSP1_HUMAN Homo
sapiens

Thrombospondin-
1

18.476222 T150;S580 NaN 34725712;38665916;34019948;332
14551;40596516;29351928;224037
05

MGLAWGLGVLFLMHVCGTNRIPES
GGDNSVFDIFELTGAARKGSGRRLV
KGPDPSSPAFRIEDANLIPPVPDDKF
QDLVDAVRAEKGFLLLASLRQMKKT
RGTLLALERKDHSGQVFSVVSNGKA
GTLDLSLTVQGKQHVVSVEEALLAT
GQWKSITLFVQEDRAQLYIDCEKME
NAELDVPIQSVFTRDLASIARLRIAKG
GVNDNFQGVLQNVRFVFGTTPEDIL
RNKGCSSSTSVLLTLDNNVVNGSSP
AIRTNYIGHKTKDLQAICGISCDELSS
MVLELRGLRTIVTTLQDSIRKVTEEN
KELANELRRPPLCYHNGVQYRNNE
EWTVDSCTECHCQNSVTICKKVSCP
IMPCSNATVPDGECCPRCWPSDSAD
DGWSPWSEWTSCSTSCGNGIQQRG
RSCDSLNNRCEGSSVQTRTCHIQEC
DKRFKQDGGWSHWSPWSSCSVTCG
DGVITRIRLCNSPSPQMNGKPCEGE
ARETKACKKDACPINGGWGPWSPW
DICSVTCGGGVQKRSRLCNNPTPQF
GGKDCVGDVTENQICNKQDCPIDGC
LSNPCFAGVKCTSYPDGSWKCGACP
PGYSGNGIQCTDVDECKEVPDACFN
HNGEHRCENTDPGYNCLPCPPRFT
GSQPFGQGVEHATANKQVCKPRNP
CTDGTHDCNKNAKCNYLGHYSDPM
YRCECKPGYAGNGIICGEDTDLDGW
PNENLVCVANATYHCKKDNCPNLP
NSGQEDYDKDGIGDACDDDDDNDK
IPDDRDNCPFHYNPAQYDYDRDDVG
DRCDNCPYNHNPDQADTDNNGEG
DACAADIDGDGILNERDNCQYVYNV
DQRDTDMDGVGDQCDNCPLEHNP
DQLDSDSDRIGDTCDNNQDIDEDG
HQNNLDNCPYVPNANQADHDKDG
KGDACDHDDDNDGIPDDKDNCRLV
PNPDQKDSDGDGRGDACKDDFDHD
SVPDIDDICPENVDISETDFRRFQMI
PLDPKGTSQNDPNWVVRHQGKELV
QTVNCDPGLAVGYDEFNAVDFSGTF
FINTERDDDYAGFVFGYQSSSRFYVV
MWKQVTQSYWDTNPTRAQGYSGLS
VKVVNSTTGPGEHLRNALWHTGNT
PGQVRTLWHDPRHIGWKDFTAYRW
RLSHRPKTGFIRVVMYEGKKIMADS
GPIYDKTYAGGRLGLFVFSQEMVFF
SDLKYECRDP

False False 0.375 0.469 0.75 4.0 False 4.052


