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GGDNSVFDIFELTGAARKGSGRRLV
KGPDPSSPAFRIEDANLIPPVPDDKF
QDLVDAVRAEKGFLLLASLRQMKKT
RGTLLALERKDHSGQVFSVVSNGKA
GTLDLSLTVQGKQHVVSVEEALLAT
GQWKSITLFVQEDRAQLYIDCEKME
NAELDVPIQSVFTRDLASIARLRIAKG
GVNDNFQGVLQNVRFVFGTTPEDIL
RNKGCSSSTSVLLTLDNNVVNGSSP
AIRTNYIGHKTKDLQAICGISCDELSS
MVLELRGLRTIVTTLQDSIRKVTEEN
KELANELRRPPLCYHNGVQYRNNE
EWTVDSCTECHCQNSVTICKKVSCP
IMPCSNATVPDGECCPRCWPSDSAD
DGWSPWSEWTSCSTSCGNGIQQRG
RSCDSLNNRCEGSSVQTRTCHIQEC
DKRFKQDGGWSHWSPWSSCSVTCG
DGVITRIRLCNSPSPQMNGKPCEGE
ARETKACKKDACPINGGWGPWSPW
DICSVTCGGGVQKRSRLCNNPTPQF
GGKDCVGDVTENQICNKQDCPIDGC
LSNPCFAGVKCTSYPDGSWKCGACP
PGYSGNGIQCTDVDECKEVPDACFN
HNGEHRCENTDPGYNCLPCPPRFT
GSQPFGQGVEHATANKQVCKPRNP
CTDGTHDCNKNAKCNYLGHYSDPM
'YRCECKPGYAGNGIICGEDTDLDGW
PNENLVCVANATYHCKKDNCPNLP
NSGQEDYDKDGIGDACDDDDDNDK
IPDDRDNCPFHYNPAQYDYDRDDVG
DRCDNCPYNHNPDQADTDNNGEG
DACAADIDGDGILNERDNCQYVYNV
DQRDTDMDGVGDQCDNCPLEHNP
DQLDSDSDRIGDTCDNNQDIDEDG
HQNNLDNCPYVPNANQADHDKDG
KGDACDHDDDNDGIPDDKDNCRLV
PNPDQKDSDGDGRGDACKDDFDHD
SVPDIDDICPENVDISETDFRRFQMI
PLDPKGTSQNDPNWVVRHQGKELV
QTVNCDPGLAVGYDEFNAVDFSGTF
FINTERDDDYAGFVFGYQSSSRFYVV
MWKQVTQSYWDTNPTRAQGYSGLS
VKVVNSTTGPGEHLRNALWHTGNT
PGQVRTLWHDPRHIGWKDFTAYRW
RLSHRPKTGFIRVVMYEGKKIMADS
GPIYDKTYAGGRLGLFVFSQEMVFF
SDLKYECRDP




