UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi - extl:acellular

ID sites sites reticulum apparatus membrane region

P08071 TRFL MOUSE Mus Lactotransferrin [25.685855 NaN NaN 39627609 MRLLIPSLIFLEALGLCLAKATTVQW (False False 2.74 2.742 2.541 2.322 1.923 2.894 4.388
musculus CAVSNSEEEKCLRWQNEMRKVGGP

PLSCVKKSSTRQCIQAIVTNRADAMT
LDGGTMFDAGKPPYKLRPVAAEVYG
TKEQPRTHYYAVAVVKNSSNFHLNQ
LQGLRSCHTGIGRSAGWKIPIGTLRP
YLNWNGPPASLEEAVSKFFSKSCVP
GAQKDRFPNLCSSCAGTGANKCASS
PEEPYSGYAGALRCLRDNAGDVAFT
RGSTVFEELPNKAERDQYKLLCPDN
TWKPVTEYKECHLAQVPSHAVVSRS
TNDKEEAIWELLRQSQEKFGKKQAS
GFQLFASPSGQKDLLFKESAIGFVRV
PQKVDVGLYLTFSYTTSIQNLNKKQ
QDVIASKARVITWCAVGSEEKRKCDQ
IWNRASRGRVTCISFPTTEDCIVAIMK
GDADAMSLDGGYIYTAGKCGLVPVL
IAENQKSSKSNGLDCVNRPVEGYLAV
IAAVRREDAGFTWSSLRGKKSCHTAV
DRTAGWNIPMGLLANQTRSCKFNE
FFSQSCAPGADPKSNLCALCIGDEK
GENKCAPNSKERYQGYTGALRCLAE
KAGNVAFLKDSTVLQNTDGKNTEE
WARNLKLKDFELLCLDDTRKPVTEA
KNCHLAIAPNHAVVSRTDKVEVLQQ
IVLLDQQVQFGRNGQRCPGEFCLFQ
SKTKNLLENDNTECLAKIPGKTTSEK
'YLGKEYVIATERLKQCSSSPLLEACA
FLTQ




