UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |sequence intracellular extracellular cytosol |nucleus mitochndrion en(!oplasmlc golgi o extl.racellular
ID name sites reticulum apparatus membrane region
P08103 HCK_MOUSE Mus Tyrosine-|36.83566 NaN T50;T200;T207;T409;S460;T520|40885482 MGGRSSCEDPGCPRSEGRAPRMGC (True True 4.663 [4.251 1.731 1.648 3.614 4.468 2.107
musculus [protein 'VKSRFLRDGSKASKTEPSANQKGPV
kinase YVPDPTSSSKLGPNNSNSMPPGFVE
HCK GSEDTIVVALYDYEAIHREDLSFQKG

DQMVVLEEAGEWWKARSLATKKEG
'YIPSNYVARVNSLETEEWFFKGISRK
DAERHLLAPGNMLGSFMIRDSETTK
GSYSLSVRDFDPQHGDTVKHYKIRT
LDSGGFYISPRSTFSSLQELVLHYKK
GKDGLCQKLSVPCVSPKPQKPWEKD
AWEIPRESLQMEKKLGAGQFGEVW
MATYNKHTKVAVKTMKPGSMSVEA
FLAEANLMKSLQHDKLVKLHAVVS
QEPIFIVTEFMAKGSLLDFLKSEEGS
KQPLPKLIDFSAQISEGMAFIEQRNY
THRDLRAANILVSASLVCKIADFGLA
RIIEDNEYTAREGAKFPIKWTAPEAI
NFGSFTIKSDVWSFGILLMEIVTYGR
IPYPGMSNPEVIRALEHGYRMPRPD
NCPEELYNIMIRCWKNRPEERPTFE

YIQSVLDDFYTATESQYQQQP




