UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion em!op lasmic golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
P08152 EGR2 MOUSE Mus E3 30.751182 S299 NaN 40499546 MMTAKAVDKIPVTLSGFMHQLPDSL [True False 1.934 |5.0 2.102 1.804 1.279 2.308 2.395
musculus [SUMO- 'YPVEDLAASSVTIFPNGELGGPFDQ
protein MNGVAGDGMINIDMTGEKRPLDLP
ligase 'YPSSFAPISAPRNQTFTYMGKFSIDP
EGR2 QYPGASCYPEGIINIVSAGILQGVTPP

IASTTASSSVTSASPNPLATGPLGVCT
MSQTQPELDHLYSPPPPPPPYSGCT
GDLYQDPSAFLSPPSTTSTSSLAYQP
PPSYPSPKPAMDPGLIPMIPDYPGFF
PSPCQRDPHGAAGPDRKPFPCPLDS
LRVPPPLTPLSTIRNFTLGGPGAGVT
GPGASGGGEGPRLPGSGSAAVTATP
YNPHHLPLRPILRPRKYPNRPSKTPV
HERPYPCPAEGCDRRFSRSDELTRH
IRIHTGHKPFQCRICMRNFSRSDHL
TTHIRTHTGEKPFACDYCGRKFARS
DERKRHTKIHLRQKERKSSAPSAPPS
IAQSSASGPGGSQAGGSLCGNSAIGG
PLASCTSRTRTP




