
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P08195 4F2_HUMAN Homo
sapiens

Amino	acid
transporter
heavy
chain
SLC3A2

26.341135 NaN S103;T106;S134;S165;S406;S408;S
410;S527;S531;S2

23301498;33214551;21526146;410
18975;26853435;38665916;347257
12;32119511;40914422;30444036;3
5008409;35083852;34019948

MELQPPEASIAVVSIPRQLPGSHSEA
GVQGLSAGDDSELGSHCVAQTGLEL
LASGDPLPSASQNAEMIETGSDCVT
QAGLQLLASSDPPALASKNAEVTGT
MSQDTEVDMKEVELNELEPEKQPM
NAASGAAMSLAGAEKNGLVKIKVAE
DEAEAAAAAKFTGLSKEELLKVAGSP
GWVRTRWALLLLFWLGWLGMLAGA
VVIIVRAPRCRELPAQKWWHTGALY
RIGDLQAFQGHGAGNLAGLKGRLDY
LSSLKVKGLVLGPIHKNQKDDVAQT
DLLQIDPNFGSKEDFDSLLQSAKKK
SIRVILDLTPNYRGENSWFSTQVDTV
ATKVKDALEFWLQAGVDGFQVRDIE
NLKDASSFLAEWQNITKGFSEDRLLI
AGTNSSDLQQILSLLESNKDLLLTSS
YLSDSGSTGEHTKSLVTQYLNATGN
RWCSWSLSQARLLTSFLPAQLLRLY
QLMLFTLPGTPVFSYGDEIGLDAAAL
PGQPMEAPVMLWDESSFPDIPGAVS
ANMTVKGQSEDPGSLLSLFRRLSDQ
RSKERSLLHGDFHAFSAGPGLFSYIR
HWDQNERFLVVLNFGDVGLSAGLQ
ASDLPASASLPAKADLLLSTQPGREE
GSPLELERLKLEPHEGLLLRFPYAA

True True 3.436 4.671 2.788 2.551 1.557 5.0


