UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc}oplasmw golgi plasma o

ID sites sites reticulum apparatus membrane re

P08236 BGLR_HUMAN [Homo Beta- 33.845068 T274 NaN 30444036;35254053;30059200;226 |MARGSAVAWAALGPLLWGCALGLQ |False True 2.737 (3.101 [2.561 2.229 2.096 2.733 5.1
sapiens glucuronidase 61428 GGMLYPQESPSRECKELDGLWSFRA

DFSDNRRRGFEEQWYRRPLWESGP
TVDMPVPSSFNDISQDWRLRHFVG
WVWYEREVILPERWTQDLRTRVVLR
IGSAHSYAIVWVNGVDTLEHEGGYL
PFEADISNLVQVGPLPSRLRITIAINN
TLTPTTLPPGTIQYLTDTSKYPKGYFV
QNTYFDFFNYAGLQRSVLLYTTPTTY
IDDITVITSVEQDSGLVNYQISVKGS
NLFKLEVRLLDAENKVVANGTGTQG
QLKVPGVSLWWPYLMHERPAYLYSL
EVQLTAQTSLGPVSDFYTLPVGIRTV
AVTKSQFLINGKPFYFHGVNKHEDA
DIRGKGFDWPLLVKDFNLLRWLGA
NAFRTSHYPYAEEVMQMCDRYGIVV
IDECPGVGLALPQFFNNVSLHHHM
QVMEEVVRRDKNHPAVVMWSVAN
EPASHLESAGYYLKMVIAHTKSLDPS
RPVTFVSNSNYAADKGAPYVDVICL
NSYYSWYHDYGHLELIQLQLATQFE
NWYKKYQKPIIQSEYGAETIAGFHQD
PPLMFTEEYQKSLLEQYHLGLDQKR
RKYVVGELIWNFADFMTEQSPTRVL
GNKKGIFTRQRQPKSAAFLLRERYW
KIANETRYPHSVAKSQCLENSLFT




