
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P08237 PFKAM_HUMAN Homo
sapiens

ATP-dependent	6-
phosphofructokinase,
muscle	type

28.812873 T503 S133;S377;S667;S775 30379171;16408927;35138101;229
23583;38253038;34725712;285104
47;38665916

MTHEEHHAAKTLGIGKAIAVLTSGG
DAQGMNAAVRAVVRVGIFTGARVFF
VHEGYQGLVDGGDHIKEATWESVS
MMLQLGGTVIGSARCKDFREREGRL
RAAYNLVKRGITNLCVIGGDGSLTGA
DTFRSEWSDLLSDLQKAGKITDEEA
TKSSYLNIVGLVGSIDNDFCGTDMTI
GTDSALHRIMEIVDAITTTAQSHQRT
FVLEVMGRHCGYLALVTSLSCGAD
WVFIPECPPDDDWEEHLCRRLSETR
TRGSRLNIIIVAEGAIDKNGKPITSED
IKNLVVKRLGYDTRVTVLGHVQRGG
TPSAFDRILGSRMGVEAVMALLEGT
PDTPACVVSLSGNQAVRLPLMECVQ
VTKDVTKAMDEKKFDEALKLRGRSF
MNNWEVYKLLAHVRPPVSKSGSHT
VAVMNVGAPAAGMNAAVRSTVRIGL
IQGNRVLVVHDGFEGLAKGQIEEAG
WSYVGGWTGQGGSKLGTKRTLPKK
SFEQISANITKFNIQGLVIIGGFEAYT
GGLELMEGRKQFDELCIPFVVIPATV
SNNVPGSDFSVGADTALNTICTTCD
RIKQSAAGTKRRVFIIETMGGYCGYL
ATMAGLAAGADAAYIFEEPFTIRDLQ
ANVEHLVQKMKTTVKRGLVLRNEK
CNENYTTDFIFNLYSEEGKGIFDSRK
NVLGHMQQGGSPTPFDRNFATKMG
AKAMNWMSGKIKESYRNGRIFANT
PDSGCVLGMRKRALVFQPVAELKDQ
TDFEHRIPKEQWWLKLRPILKILAKY
EIDLDTSDHAHLEHITRKRSGEAAV

None None None None None None None None


