}Jl;l iprotKB Entry name organism ::;lrlne oglcnacscore (S)igttcsnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion ::tcil(o:‘]l)ll:fnmlc g;:)qalratus
P08238 HS90B_HUMAN [Homo Heat [23.93069 S365;S417|S226;S255;5261;T297;T301;T305;S |23301498;22967762;26853435;347 MPEEVHHGEEEVETFAFQAEIAQLM [True True 4.89 5.0 4.669 3.468 2.591
sapiens [shock 307;S445;T479;T484;5S669;S718 25712;40914422;35138101;303971 |SLIINTFYSNKEIFLRELISNASDALD
protein 20;37217939;16408927;40596516;3 |[KIRYESLTDPSKLDSGKELKIDIIPNP
HSP 8665916;39302247;34019948;2935 |QERTLTLVDTGIGMTKADLINNLGTI
90- 1928;30444036;35083852;2030565 |[AKSGTKAFMEALQAGADISMIGQFG
beta 8;33214551;32119511 IVGFYSAYLVAEKVVVITKHNDDEQY

IAWESSAGGSFTVRADHGEPIGRGTK
IVILHLKEDQTEYLEERRVKEVVKKH
SQFIGYPITLYLEKEREKEISDDEAEE
EKGEKEEEDKDDEEKPKIEDVGSDE
EDDSGKDKKKKTKKIKEKYIDQEEL
NKTKPIWTRNPDDITQEEYGEFYKSL
TNDWEDHLAVKHFSVEGQLEFRAL
LFIPRRAPFDLFENKKKKNNIKLYVR
RVFIMDSCDELIPEYLNFIRGVVDSE
DLPLNISREMLQQSKILKVIRKNIVK
KCLELFSELAEDKENYKKFYEAFSK
NLKLGIHEDSTNRRRLSELLRYHTS
QSGDEMTSLSEYVSRMKETQKSIYYI
TGESKEQVANSAFVERVRKRGFEVV
IYMTEPIDEYCVQQLKEFDGKSLVSV
TKEGLELPEDEEEKKKMEESKAKFE
NLCKLMKEILDKKVEKVTISNRLVSS
PCCIVISTYGWTANMERIMKAQALR
DNSTMGYMMAKKHLEINPDHPIVE
TLRQKAEADKNDKAVKDLVVLLFET
IALLSSGFSLEDPQTHSNRIYRMIKLG
LGIDEDEVAAEEPNAAVPDEIPPLEG
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