}Jl;l iprotKB Entry name organism (full name |oglcnacscore o_glcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi .
sites reticulum |appar:
P08240 SRPRA_HUMAN [Homo Signal 18.233394 S102;T377|S177;T284;5S296;5297;5298;5473;T |37217939;33214551;40596516;386 |MLDFFTIFSKGGLVLWCFQGVSDSC |False False 2.776 [2.523  [1.299 3.868 1.252
sapiens recognition 578 65916;34725712;40914422;306205 [TGPVNALIRSVLLQERGGNNSFTHE

particle 50;28411811;33465208 IALTLKYKLDNQFELVFVVGFQKILTL

receptor TYVDKLIDDVHRLFRDKYRTEIQQQS

subunit IALSLLNGTFDFQNDFLRLLREAEES

alpha SKIRAPTTMKKFEDSEKAKKPVRSMI

ETRGEKPKEKAKNSKKKGAKKEGSD
GPLATSKPVPAEKSGLPVGPENGVE
LSKEELIRRKREEFIQKHGRGMEKS
NKSTKSDAPKEKGKKAPRVWELGG
CANKEVLDYSTPTTNGTPEAALSEDI
NLIRGTGSGGQLQDLDCSSSDDEGA
IAQNSTKPSATKGTLGGMFGMLKGL
'VGSKSLSREDMESVLDKMRDHLIAK
NVAADIAVQLCESVANKLEGKVMGT
FSTVTSTVKQALQESLVQILQPQRRV
DMLRDIMDAQRRQRPYVVTFCGVN
GVGKSTNLAKISFWLLENGFSVLIAA
CDTFRAGAVEQLRTHTRRLSALHPP
EKHGGRTMVQLFEKGYGKDAAGIA
MEAIAFARNQGFDVVLVDTAGRMQ
DNAPLMTALAKLITVNTPDLVLFVGE
IALVGNEAVDQLVKFNRALADHSMA
QTPRLIDGIVLTKFDTIDDKVGAAISM
TYITSKPIVFVGTGQTYCDLRSLNAK
IAVVAALMKA




