}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasi
sites reticulum |apparatus mem
P08581 MET HUMAN |[Homo Hepatocyte [16.372428 T787 S966;T977;5S990;5S997;5S1000;T1003 |34019948;35289036;37217939 IMKAPAVLAPGILVLLFTLVQRSNGEC |False True 3.371 [3.132 [2.536 2.711 1.881 5.0
sapiens growth ;T1230;T1234;T1235;T1289;T1349;T KEALAKSEMNVNMKYQLPNFTAET
factor 1356;T1365 PIQNVILHEHHIFLGATNYIYVLNEE
receptor DLQKVAEYKTGPVLEHPDCFPCQDC

SSKANLSGGVWKDNINMALVVDTYY
DDQLISCGSVNRGTCQRHVFPHNH
TADIQSEVHCIFSPQIEEPSQCPDCV
IVSALGAKVLSSVKDRFINFFVGNTIN
SSYFPDHPLHSISVRRLKETKDGFM
FLTDQSYIDVLPEFRDSYPIKYVHAF
ESNNFIYFLTVQRETLDAQTFHTRII
RFCSINSGLHSYMEMPLECILTEKR
KKRSTKKEVFNILQAAYVSKPGAQLA
RQIGASLNDDILFGVFAQSKPDSAEP
MDRSAMCAFPIKYVNDFFNKIVNKN
NVRCLQHFYGPNHEHCFNRTLLRN
SSGCEARRDEYRTEFTTALQRVDLF
MGQFSEVLLTSISTFIKGDLTIANLG
TSEGRFMQVVVSRSGPSTPHVNFLL
DSHPVSPEVIVEHTLNQNGYTLVITG
KKITKIPLNGLGCRHFQSCSQCLSAP
PFVQCGWCHDKCVRSEECLSGTWT
QQICLPAIYKVFPNSAPLEGGTRLTIC
GWDFGFRRNNKFDLKKTRVLLGNE
SCTLTLSESTMNTLKCTVGPAMNKH
FNMSIIISNGHGTTQYSTFSYVDPVIT
SISPKYGPMAGGTLLTLTGNYLNSG
NSRHISIGGKTCTLKSVSNSILECYTP
IAQTISTEFAVKLKIDLANRETSIFSYR
EDPIVYEIHPTKSFISGGSTITGVGKN
LNSVSVPRMVINVHEAGRNFTVACQ
HRSNSEIICCTTPSLQQLNLQLPLKT
KAFFMLDGILSKYFDLIYVHNPVFKP
FEKPVMISMGNENVLEIKGNDIDPE
IAVKGEVLKVGNKSCENIHLHSEAVL
CTVPNDLLKLNSELNIEWKQAISSTV
LGKVIVQPDQNFTGLIAGVVSISTALL
LLLGFFLWLKKRKQIKDLGSELVRY
DARVHTPHLDRLVSARSVSPTTEMV
SNESVDYRATFPEDQFPNSSQNGSC
RQVQYPLTDMSPILTSGDSDISSPLL
QNTVHIDLSALNPELVQAVQHVVIG
PSSLIVHFNEVIGRGHFGCVYHGTLL
DNDGKKIHCAVKSLNRITDIGEVSQF
LTEGIIMKDFSHPNVLSLLGICLRSE
GSPLVVLPYMKHGDLRNFIRNETHN
PTVKDLIGFGLQVAKGMKYLASKKF
\VHRDLAARNCMLDEKFTVKVADFG
LARDMYDKEYYSVHNKTGAKLPVK
WMALESLQTQKFTTKSDVWSFGVL
LWELMTRGAPPYPDVNTFDITVYLL
QGRRLLQPEYCPDPLYEVMLKCWH
PKAEMRPSFSELVSRISAIFSTFIGEH
YVHVNATYVNVKCVAPYPSLLSSED
NADDEVDTRPASFWETS




