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UniprotkB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular (cytosol nucleus mitochndrion en(!oplasmlc golgi - extr.'acellular
ID name sites sites reticulum |apparatus membrane region
P08734 ENOA XENLA |Xenopus |Alpha- [26.754248 NaN NaN 18617508 [MSIKNIRAREIFDSRGNPTVEVDLYT |None None None |None None None None None None

laevis enolase CKGLFRAAVPSGASTGIYEALELRDN

DKTRYLGKGVGRAVKYVNEFLGPAL
CTQNLNVVEQEKIDKLMIEMDGTE
NKSKFGANALLGVSLAVCKAGAAEK
GVPLYRHIADLAGNPEVILPVPAFNV
INGGSHAGNKLAMQEFMILPVGADS
FKEAMRIGAEVYHNLKNVIKEKYGK
DATNVGDEGGFAPNILENKEALELL
KTAINKAGYPDKIVIGMDVAASEFYR
DGKYDLDFKSPDDPSRYISPDKLAEL
YMSFVKNYPVVSIEDPFDQDHWEA
'WTKFTAASGIQVVGDDLTVTNPKRIA
KAVEEKACNCLLLKVNQIGTVTESLE
ACKLAQSNGWGVMVSHRSGETEDT
FIADLVVGLCTGQIKTGAPCRSERLA
KYNQLLRIEEELGSKARFAGKNFRK
PVFN




