UniprotKB Entry name |organism full name oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma

ID sites sites reticulum apparatus membr

P09411 PGK1_MOUSE Mus Phosphoglycerate|29.036547 NaN S2;S4;T76;T196;S203 (37507081;37453647;33300544;362 [MSLSNKLTLDKLDVKGKRVVMRVD [True False 5.0 False  [4.0 False False False
musculus |kinase 1 88343;39927985

FNVPMKNNQITNNQRIKAAVPSIKF
CLDNGAKSVVLMSHLGRPDGVPMP
DKYSLEPVAAELKSLLGKDVLFLKDC
IVGPEVENACANPAAGTVILLENLRF
HVEEEGKGKDASGNKVKAEPAKIDA
FRASLSKLGDVYVNDAFGTAHRAHS
SMVGVNLPQKAGGFLMKKELNYFA
KALESPERPFLAILGGAKVADKIQLIN
NMLDKVNEMIIGGGMAFTFLKVLN
NMEIGTSLYDEEGAKIVKDLMSKAE
KNGVKITLPVDFVTADKFDENAKTG
QATVASGIPAGWMGLDCGTESSKKY
IAEAVGRAKQIVWNGPVGVFEWEAF
IARGTKSLMDEVVKATSRGCITIIGGG
DTATCCAKWNTEDKVSHVSTGGGA
SLELLEGKVLPGVDALSNV




