UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enc.loplasmu: golgi plasma extr‘acellular
ID sites sites reticulum apparatus  membrane [region
P09417 DHPR_HUMAN |Homo Dihydropteridine [17.826004 NaN NaN 38665916 MAAAAAAGEARRVLVYGGRGALGSR [True False 4.613 |2.101 3.336 2.377 0.58 2.147 4.317
sapiens |reductase CVQAFRARNWWVASVDVVENEEAS
IASIIVKMTDSFTEQADQVTAEVGKLL

GEEKVDAILCVAGGWAGGNAKSKSL
FKNCDLMWKQSIWTSTISSHLATKH
LKEGGLLTLAGAKAALDGTPGMIGY
GMAKGAVHQLCQSLAGKNSGMPPG
IAAAIAVLPVTLDTPMNRKSMPEADF
SSWTPLEFLVETFHDWITGKNRPSS
GSLIQVVTTEGRTELTPAYF




