UniprotkB Entry name organism [full name oglcnacscore o‘glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion ent:loplasmnc golgi plasma extt:acellular
1D sites sites reticulum apparatus membrane [region
P09467 F16P1_HUMAN Homo Fructose-1,6- |43.425685 NaN T216;T245;T265 |26374642;40930100 MADQAPFDTDVNTLTRFVMEEGRK (True True 4.354 (4.175 |2.458 1.776 1.312 1.933 4.423

sapiens

bisphosphatase
1

IARGTGELTQLLNSLCTAVKAISSAVR
KAGIAHLYGIAGSTNVTGDQVKKLDV
LSNDLVMNMLKSSFATCVLVSEED
KHAIIVEPEKRGKYVVCFDPLDGSSN
IDCLVSVGTIFGIYRKKSTDEPSEKDA
LQPGRNLVAAGYALYGSATMLVLAM
DCGVNCFMLDPAIGEFILVDKDVKIK
KKGKIYSLNEGYARDFDPAVTEYIQR
KKFPPDNSAPYGARYVGSMVADVHR
TLVYGGIFLYPANKKSPNGKLRLLYE
CNPMAYVMEKAGGMATTGKEAVLD
VIPTDIHQRAPVILGSPDDVLEFLKVY
EKHSAQ




