UniprotKB Entry name organism (full name |oglcnacscore o_glcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion wenc_loplasmlc golgi
ID sites reticulum |apparati
P09874 PARP1_HUMAN Homo Poly [ADP- |22.717931 NaN S41;S177;S179;S185;S274;S277;S3 |30397120;37217939;33214551;164 |MAESSDKLYRVEYAKSGRASCKKCS ([True False 5.0 5.0 5.0 2.839 2.068
sapiens  [ribose] 64;T368;T594;S782;S786 08927;26853435;32522876;386659 |[ESIPKDSLRMAIMVQSPMFDGKVPH
polymerase 16;34725712;32119511;40914422;3 |WYHFSCFWKVGHSIRHPDVEVDGF

1

5008409;35083852;34019948;3513
8101;28510447

SELRWDDQQKVKKTAEAGGVTGKG
QDGIGSKAEKTLGDFAAEYAKSNRS
TCKGCMEKIEKGQVRLSKKMVDPEK
PQLGMIDRWYHPGCFVKNREELGF
RPEYSASQLKGFSLLATEDKEALKKQ
LPGVKSEGKRKGDEVDGVDEVAKKK
SKKEKDKDSKLEKALKAQNDLIWNI
KDELKKVCSTNDLKELLIFNKQQVP
SGESAILDRVADGMVFGALLPCEEC
SGQLVFKSDAYYCTGDVTAWTKCM
IVKTQTPNRKEWVTPKEFREISYLKKL
KVKKQDRIFPPETSASVAATPPPSTA
SAPAAVNSSASADKPLSNMKILTLG
KLSRNKDEVKAMIEKLGGKLTGTAN
KASLCISTKKEVEKMNKKMEEVKEA
NIRVVSEDFLQDVSASTKSLQELFLA
HILSPWGAEVKAEPVEVVAPRGKSG
IAALSKKSKGQVKEEGINKSEKRMKL
TLKGGAAVDPDSGLEHSAHVLEKGG
KVFSATLGLVDIVKGTNSYYKLQLLE
DDKENRYWIFRSWGRVGTVIGSNKL
EQMPSKEDAIEHFMKLYEEKTGNA
WHSKNFTKYPKKFYPLEIDYGQDEE
IAVKKLTVNPGTKSKLPKPVQDLIKMI
FDVESMKKAMVEYEIDLQKMPLGKL
SKRQIQAAYSILSEVQQAVSQGSSDS
QILDLSNRFYTLIPHDFGMKKPPLLN
NADSVQAKVEMLDNLLDIEVAYSLL
RGGSDDSSKDPIDVNYEKLKTDIKVV
DRDSEEAEIIRKYVKNTHATTHNAY
DLEVIDIFKIEREGECQRYKPFKQLH
NRRLLWHGSRTTNFAGILSQGLRIA
PPEAPVTGYMFGKGIYFADMVSKSA
NYCHTSQGDPIGLILLGEVALGNMY
ELKHASHISKLPKGKHSVKGLGKTT
PDPSANISLDGVDVPLGTGISSGVND
TSLLYNEYIVYDIAQVNLKYLLKLKF

NFKTSLW




