UniprotKB Entry name [organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular [cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
P09937 SPS4_YEAST [Saccharomyces |Sporulation- 24.475439 NaN NaN 33229814 MPSNLNIVKVTKPQEENKNFLHKN [None None None |[None None None None None None
cerevisiae specific TNEPNEMEQSQTQEAVTENFTENS
protein 4

NLSANEHAARRGRLNLKTVDHIETY
PIVQETEEIAKKIALTRIILAQTKPRID
KVVVSRPVQAVAPVVNFFDKMANST
LSTVERVVPSLKTKTYKRLGEEIALPY
TLSKKYGKQLRDTTARNGDNYVYQP
VHGRLMKFRKYYNEKFIDTKGKPLI
RGQLDPVLLPVNNTFEKVTVKYLPK
GKKVPNDSFSCEFNRGLALEYNFMT
RAVSAVSHQVVGIAKLPIAYGYHTNS
IVYNKNLDKQADLKMKNVLRGTWDT
ITDLEREIWASVTDRSLFRFFGNKSE
GGDLPHLVQ




