}J];I iprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl"acellular
name sites sites reticulum apparatus membrane region
POC1H6 H2BFM_HUMAN [Homo Histone |19.994096 NaN NaN 37217939  MAAASAMAEASSETTSEEGQSIQEP (True False 2.271 5.0 3.243 1.755 1.361 2.039 1.903
sapiens |H2B KEANSTKAQKQKRRGCRGSRRRHA
type F- NRRGDSFGDSFTPYFPRVLKQVHQG
M LSLSQEAVSVMDSMIHDILDRIATEA
GQLAHYTKRVTITSRDIQMAVRLLLP
GKMGKLAEAQGTNAALRTSLCAIWQ
QRK




