UniprotKB Entry name |organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr:acellular
ID name sites sites reticulum apparatus membrane [region
POC1S8 WEE2_HUMAN |Homo Weel- (18.379595 NaN S76 30379171 MDDKDIDKELRQKLNFSYCEETEIE |True False 4.613 [4.701 1.192 1.063 1.788 4.185 1.271
sapiens |like GQKKVEESREASSQTPEKGEVQDSE
protein AKGTPPWTPLSNVHELDTSSEKDKE
kinase SPDQILRTPVSHPLKCPETPAQPDSR
2 SKLLPSDSPSTPKTMLSRLVISPTGK

LPSRGPKHLKLTPAPLKDEMTSLAL
VNINPFTPESYKKLFLQSGGKRKIRG
DLEEAGPEEGKGGLPAKRCVLRETN
MASRYEKEFLEVEKIGVGEFGTVYK
CIKRLDGCVYAIKRSMKTFTELSNEN
SALHEVYAHAVLGHHPHVVRYYSS
WAEDDHMIIQNEYCNGGSLQAAISE
NTKSGNHFEEPKLKDILLQISLGLNY
IHNSSMVHLDIKPSNIFICHKMQSE
SSGVIEEVENEADWFLSANVMYKIG
DLGHATSINKPKVEEGDSRFLANEIL
QEDYRHLPKADIFALGLTIAVAAGAE
SLPTNGAAWHHIRKGNFPDVPQELS
ESFSSLLKNMIQPDAEQRPSAAALA
RNTVLRPSLGKTEELQQQLNLEKFK
TATLERELREAQQAQSPQGYTHHGD
TGVSGTHTGSRSTKRLVGGKSARSS
SFTSGEREPLH




