UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane [region
POC7P4 UCRIL_HUMAN [Homo Putative 19.553086 S25 NaN 35289036;38665916  MQQIYTVKEIRSVAARSGPFAPVLSA [None None None [None None None None None None
sapiens cytochrome TSRGVAGALRPLVQATVPATPEQPVL

b-cl DLKRPFLSRESLSGQAVRRPLVASVG

complex LNVPASVCYSHTDIKVPDFSEYRRLE

subunit VLDSTKSSRESTEARKGFSYLVTGVT

Rieske-like TVGVAYAAKNAVTQFVSSMSASADV

protein 1 LALAKIEIKLSDIPEGKNMAFKWRGK

PLFVRHRTQKEIKQEAAVELSQLRDP
QHDLDRVKKPEWVILIGVCTHLGCV
PIANAGDFGGYYCPCHGSHYDASGR
IRLGPATLNLEVPTYEFTSDDMVIVG




