IHRDLKPPNLLLVAGGTVLKICDFGT
IACDIQTHMTNNKGSAAWMAPEVFE
GSNYSEKCDVFSWGIILWEVITRRKP
FDEIGGPAFRIMWAVHNGTRPPLIK
NLPKPIESLMTRCWSKDPSQRPSME
EIVKIMTHLMRYFPGADEPLQYPCQ
YSDEGQSNSATSTGSFMDIASTNTS
NKSDTNMEQVPATNDTIKRLESKLL
KNQAKQQSDSGRLSLGASRGSSVES
LPPTSEGKRMSADMSEIEARIVATTA
YTKPKRGHRKTASFGNILDVPEIVIS
GNGQPRRRSIQDLTVTGTEPGQVSS
RSSSPSVRMITTSGPTSEKPARSLPW
TPDDSTDTNGSDNSIPMAYLTLDHQ
LQPLAPCPNSKESMAVFEQHCKMA
QEYMKVQTEIALLLQRKQELVAELD
QDEKDQQNTSRLVQEHKKLLDENK
SLSTYYQQCKKQLEVIRSQQQKRQG
TS

UniprotKB [Entry organism full oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion enc:'loplasmlc golgi plasma extl:acellular
ID name name sites reticulum apparatus membrane region
POC8E4 M3K7_RAT [Rattus Mitogen- [27.135008 NaN T184;T187;S192;S367;S389;S439;S (36642184 MSTASAASSSSSSSASEMIEAPSQVL [True False 4.685 |4.654 |1.286 1.238 0.631 3.574 1.643
norvegicus |activated 455 NFEEIDYKEIEVEEVVGRGAFGVVCK

[protein IAKWRAKDVAIKQIESESERKAFIVEL

kinase RQLSRVNHPNIVKLYGACLNPVCLV

kinase MEYAEGGSLYNVLHGAEPLPYYTAA

kinase 7 HAMSWCLQCSQGVAYLHSMQPKAL




