UniprotKB Entry name organism full oglcnacscore oplcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
POCG20 PRR35 HUMAN |Homo Proline- (28.275761 NaN NaN 39894887 MSREAGSCRVGTGARARSRKPKKPH |False False 1.219 [1.828 |0.656 False 0.633 False False
sapiens |rich YIPRPWGKPYNYKCFQCPFTCLEKS
protein HLYNHMKYSLCKDSLSLLLDSPDW
35 ACRRGSTTPRPHAPTPDRPGESDPG

RQPQGARPTGAAPAPDLVVADIHSL
HCGGGPKSRAKGSPGPPPPVARATR
KGPGPSGLLPESWKPGMGGDPRGV
GAGDMASAGPEGSVPCYPPPAPGEF
PEAHSLHLSLLGVNYPLSPGLFSYLG
PSLAAAAHVPFLASASPLLPPATAFP
AVQPPQRPTPAPRLYYPLLLEHTLGL
PAGKAALAKAPVSPRSPSGTPAPGLL
KVPVPGLGPWPRVTPRDPGQEGELE
RAAQSDPRRRLSLGSRLELPKASPSL
TRFCSRSSLPTGSSVMLWPEDGDPG
GPETPGPEGPLPLQPRGPVPGSPEH
VGEDLTRALGDYARVEQRLGQLGPA
GGLAPRPLREQLGKIRLELLTIHQAL
EQAVRPPDAPLDLSVKRAPAKGPQA
LGEAWGRPELGPVLTGGTPEPPGML
GPAAPQPFSGHTTKCEADSSVPPPG
LPLAAPDDPVIPGSGWGTCVATRSS
QTPEAVCGLQSPQGAEV




