UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane region
POCW18 PRS56_HUMAN |Homo Serine |27.732981 'T255 NaN 35083852;34846842 MLLAVLLLLPLPSSWFAHGHPLYTR [None None None [None None None None None None
sapiens protease LPPSALQVLSAQGTQALQAAQRSAQ
56 'WAINRVAMEIQHRSHECRGSGRPRP

QALLQDPPEPGPCGERRPSTANVTR
AHGRIVGGSAAPPGAWPWLVRLQLG
GQPLCGGVLVAASWVLTAAHCFVGA
PNELLWTVTLAEGSRGEQAEEVPVN
RILPHPKFDPRTFHNDLALVQLWTP
'VSPGGSARPVCLPQEPQEPPAGTAC
AIAGWGALFEDGPEAEAVREARVPL
LSTDTCRRALGPGLRPSTMLCAGYL
AGGVDSCQGDSGGPLTCSEPGPRPR
EVLFGVTSWGDGCGEPGKPGVYTRV
AVFKDWLQEQMSASSSREPSCRELL
AWDPPQELQADAARLCAFYARLCPG
SQGACARLAHQQCLQRRRRCELRSL
AHTLLGLLRNAQELLGPRPGLRRLA
PALALPAPALRESPLHPARELRLHSG
SRAAGTRFPKRRPEPRGEANGCPGL
EPLRQKLAALQGAHAWILQVPSEHL
AMNFHEVLADLGSKTLTGLFRAWV
RAGLGGRHVAFSGLVGLEPATLARS
LPRLLVQALQAFRVAALAEGEPEGP
'WMDVGQGPGLERKGHHPLNPQVPP
ARQP




