UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extl"acellular
ID sites sites reticulum )apparatus membrane [region
PODKVO S31C1_HUMAN Homo Putative 26.250033 NaN NaN 30620550 MENLPFPLKLLSASSLNTPSSTPWV |None None None [None None None None None None
sapiens spermatogenesis- LDIFLTLVFALGLFFLLLPYFSYLRCD
associated NPPSPSPRKRKRHLVSQRHLVSQCP

protein 31C1

TGRRGRPRGRMKNHSLRACRECPR
GLEETWDLLSQLQSLLGPHLEKGDF
GQLSGPDPPGEVGKRTPDGASRSSH
EPMEDAAPIVSPLASPDPRTKHPQD
LASTPPPGPMTTSVSSLSASQPPEPS
LLLERPSPEPPALFPHPPHTPDPLAC
SPPPPKGFTPPPLRDSTLLTPSHCDS
IVALPLDTVPQSLSPREDLAASVPAIS
GLGGSNSQVSALSWSQETTKTWCIF
NSSVQQDHLSRQRDTTMSPLLFQA
QPLSHLGPESQPFISSTPQFRPTPMA
QAEAQAHLQSSFPVLSPAFLSPMKN
TGVACPASQNKVQALSLPETQHPER
PLLRKQLEGGLALPSRVQKSQDVFS
IVSTPNLPQERLTSILPENFPVSPELW
RQLEQYMGQRGRIQESLDLMQLQD
ELPGTSQAKGKPRPWQSSTSTGESS
KEAQTVKFQLERDPCPHLGQILGET
PQNLSRGMESFPGKVLGATSEESER
NLRKPLRSDSGSDLLRRTERNHIENI
LKAHMGRKLGQTNEGLIPVSVRRS
WLAVNQAFPVSNTHVKTSNLAAPKS
RKACVNTAQVLSFLELCTQQVLEAH
IVRFWAKHRWGLPLRVLKPIQCFQL
EKVSSLSLIQLAGPSSDTCESGAGSK
VEVATLLGEPPMASLRKQVLTKPSV
HMPERLQASSPACKQFQRAPRGIPS
SNDHGSLKAPTAGQEGRWPSKPLTY
SLKGSTQQSRSLGAQSSRAGETREA
IVPQPTVPLGTCMRANLQATSEDVRG
FKAPGASKSSLLPRMSVSQDPRKLC
LMEEAVSEFEPGMATKSETQPQVSA
IAVWLLPDGQASVVPHASENLASQVP
QGHLQSTPTGNMQASQELCDLMSA
RRSNMGHKEPRNPNCQGSCKSQSP
MFPPTHKRENSRKPNLEKHEEMFQ
GLRTPQLTPGRKTEDTRQNEGVQLL
PSKKQPPSISHFGENIKQFFETIFSK
KERKPAPVTAESQKTVKNRSCVYGS
SAEAERLMTAVGQIPEENMSLCHAR
HASKVNQQRQQFQAPVCGFPCNHR
HPFYSDHSRMLSYAASSQQATLKNQ
SRPNRDRQIRDQQPLKSVRCNNEQ
WGLRHPQLLLPKKAVSPVSPPQHRP

KTPSASSHHHH




