UniprotkB Entry name |organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion ent!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
PODM41 ACT1_CAEEL |Caenorhabditis [Actin- [26.25108 NaN NaN 19940149 MCDDEVAALVVDNGSGMCKAGFAG [None None None [None None None None None None

elegans 1 DDAPRAVFPSIVGRPRHQGVMVGM

GQKDSYVGDEAQSKRGILTLKYPIEH
GIVTINWDDMEKIWHHTFYNELRVA
PEEHPVLLTEAPLNPKANREKMTQI
MFETFNTPAMYVAIQAVLSLYASGR
TTGVVLDSGDGVTHTVPIYEGYALPH
AILRLDLAGRDLTDYLMKILTERGYS
FTTTAEREIVRDIKEKLCYVALDFEQ
EMATAASSSSLEKSYELPDGQVITVG
NERFRCPEAMFQPSFLGMESAGIHE
TSYNSIMKCDIDIRKDLYANTVLSGG
TTMYPGIADRMQKEITALAPSTMKIK
ITAPPERKYSVWIGGSILASLSTFQQM
'WISKQEYDESGPSIVHRKCF




