UniprotKB Entry name |organism [full name |oglcnacscore qglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
PODPD6 ECE2_HUMAN |[Homo Endothelin- 21.366884 NaN NaN 28510447 MNVALQELGAGSNMVEYKRATLRD |False False 1.734 ([1.704 |[1.578 1.625 4.3 3.836 2.049
sapiens |converting EDAPETPVEGGASPDAMEVGKGASP
enzyme 2 FSPGPSPGMTPGTPRSSGLFWRVTC

PHLRSISGLCSRTMVGFQKGTRQLL
GSRTQLELVLAGASLLLAALLLGCLV
ALGVQYHRDPSHSTCLTEACIRVAG
KILESLDRGVSPCEDFYQFSCGGWIR
RNPLPDGRSRWNTFNSLWDQNQAI
LKHLLENTTFNSSSEAEQKTQRFYL
SCLQVERIEELGAQPLRDLIEKIGGW
NITGPWDQDNFMEVLKAVAGTYRAT
PFFTVYISADSKSSNSNVIQVDQSGL
FLPSRDYYLNRTANEKVLTAYLDYM
EELGMLLGGRPTSTREQMQQVLEL
EIQLANITVPQDQRRDEEKIYHKMSI
SELQALAPSMDWLEFLSFLLSPLEL
SDSEPVVVYGMDYLQQVSELINRTE
PSILNNYLIWNLVQKTTSSLDRRFES
AQEKLLETLYGTKKSCVPRWQTCIS
NTDDALGFALGSLFVKATFDRQSKEI
AEGMISEIRTAFEEALGQLVWMDEK
TRQAAKEKADAIYDMIGFPDFILEPK
ELDDVYDGYEISEDSFFQNMLNLYN
FSAKVMADQLRKPPSRDQWSMTPQ
TVNAYYLPTKNEIVFPAGILQAPFYA
RNHPKALNFGGIGVVMGHELTHAF
DDQGREYDKEGNLRPWWQNESLAA
FRNHTACMEEQYNQYQVNGERLNG
RQTLGENIADNGGLKAAYNAYKAWL
RKHGEEQQLPAVGLTNHQLFFVGFA
QVWCSVRTPESSHEGLVTDPHSPAR
FRVLGTLSNSRDFLRHFGCPVGSPM
NPGQLCEVW




