UniprotKB Entry name organism full name oglcnacscore o.glcnac ‘p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus jmitochndrion en(.ioplasmlc golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane region
PODPD7 EFMT4 HUMAN Homo EEF1A lysine 21.366884 NaN T39 28510447 MASPGAGRAPPELPERNCGYREVEY (None None None |None None None None None None

sapiens

methyltransferase
4

'WDQRYQGAADSAPYDWFGDFSSFR
ALLEPELRPEDRILVLGCGNSALSYE
LFLGGFPNVTSVDYSSVVVAAMQAR
HAHVPQLRWETMDVRKLDFPSASF
DVVLEKGTLDALLAGERDPWTVSSE
GVHTVDQVLSEVSRVLVPGGRFISM
TSAAPHFRTRHYAQAYYGWSLRHAT
YGSGFHFHLYLMHKGGKLSVAQLAL
GAQILSPPRPPTSPCFLQDSDHEDFL
SAIQL




