
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

P10071 GLI3_HUMAN Homo
sapiens

Transcriptional
activator	GLI3

27.804357 S78 S664;S849;S865;S877;S907;S980;S
1006

28411811;30620550 MEAQSHSSTTTEKKKVENSIVKCST
RTDVSEKAVASSTTSNEDESPGQTY
HRERRNAITMQPQNVQGLSKVSEEP
STSSDERASLIKKEIHGSLPHVAEPS
VPYRGTVFAMDPRNGYMEPHYHPP
HLFPAFHPPVPIDARHHEGRYHYDP
SPIPPLHMTSALSSSPTYPDLPFIRIS
PHRNPTAASESPFSPPHPYINPYMDY
IRSLHSSPSLSMISATRGLSPTDAPH
AGVSPAEYYHQMALLTGQRSPYADII
PSAATAGTGAIHMEYLHAMDSTRFS
SPRLSARPSRKRTLSISPLSDHSFDL
QTMIRTSPNSLVTILNNSRSSSSASG
SYGHLSASAISPALSFTYSSAPVSLH
MHQQILSRQQSLGSAFGHSPPLIHP
APTFPTQRPIPGIPTVLNPVQVSSGPS
ESSQNKPTSESAVSSTGDPMHNKRS
KIKPDEDLPSPGARGQQEQPEGTTL
VKEEGDKDESKQEPEVIYETNCHWE
GCAREFDTQEQLVHHINNDHIHGE
KKEFVCRWLDCSREQKPFKAQYML
VVHMRRHTGEKPHKCTFEGCTKAY
SRLENLKTHLRSHTGEKPYVCEHEG
CNKAFSNASDRAKHQNRTHSNEKP
YVCKIPGCTKRYTDPSSLRKHVKTVH
GPEAHVTKKQRGDIHPRPPPPRDSG
SHSQSRSPGRPTQGALGEQQDLSNT
TSKREECLQVKTVKAEKPMTSQPSP
GGQSSCSSQQSPISNYSNSGLELPLT
DGGSIGDLSAIDETPIMDSTISTATTA
LALQARRNPAGTKWMEHVKLERLK
QVNGMFPRLNPILPPKAPAVSPLIGN
GTQSNNTCSLGGPMTLLPGRSDLSG
VDVTMLNMLNRRDSSASTISSAYLS
SRRSSGISPCFSSRRSSEASQAEGRP
QNVSVADSYDPISTDASRRSSEASQS
DGLPSLLSLTPAQQYRLKAKYAAATG
GPPPTPLPNMERMSLKTRLALLGDA
LEPGVALPPVHAPRRCSDGGAHGYG
RRHLQPHDAPGHGVRRASDPVRTG
SEGLALPRVPRFSSLSSCNPPAMATS
AEKRSLVLQNYTRPEGGQSRNFHSS
PCPPSITENVTLESLTMDADANLND
EDFLPDDVVQYLNSQNQAGYEQHF
PSALPDDSKVPHGPGDFDAPGLPDS
HAGQQFHALEQPCPEGSKTDLPIQW
NEVSSGSADLSSSKLKCGPRPAVPQ
TRAFGFCNGMVVHPQNPLRSGPAG
GYQTLGENSNPYGGPEHLMLHNSP
GSGTSGNAFHEQPCKAPQYGNCLN
RQPVAPGALDGACGAGIQASKLKST
PMQGSGGQLNFGLPVAPNESAGSM
VNGMQNQDPVGQGYLAHQLLGDS
MQHPGAGRPGQQMLGQISATSHINI
YQGPESCLPGAHGMGSQPSSLAVVR
GYQPCASFGGSRRQAMPRDSLALQS
GQLSDTSQTCRVNGIKMEMKGQPH
PLCSNLQNYSGQFYDQTVGFSQQDT
KAGSFSISDASCLLQGTSAKNSELLS
PGANQVTSTVDSLDSHDLEGVQIDF
DAIIDDGDHSSLMSGALSPSIIQNLS
HSSSRLTTPRASLPFPALSMSTTNM
AIGDMSSLLTSLAEESKFLAVMQ

True False 5.0 5.0 1.801 1.528 1.318 2.261


