}Jl;l iprotKB Entry name |organism ffull oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_acellular
mame sites reticulum |apparatus membrane region
P10074 TZAP_ HUMAN Homo Telomere (18.9764 T118;S119;S140(S169;S171;S179 (37217939;38253038 MDGSFVQHSVRVLQELNKQREKGQ (None None None |None None None None None None
sapiens zinc 'YCDATLDVGGLVFKAHWSVLACCSH
finger- FFQSLYGDGSGGSVVLPAGFAEIFGL
associated LLDFFYTGHLALTSGNRDQVLLAAR
[protein ELRVPEAVELCQSFKPKTSVGQAAG

GQSGLGPPASQNVNSHVKEPAGLEE
EEVSRTLGLVPRDQEPRGSHSPQRP
QLHSPAQSEGPSSLCGKLKQALKPC
PLEDKKPEDCKVPPRPLEAEGAQLQ
GGSNEWEVVVQVEDDGDGDYMSEP
EAVLTRRKSNVIRKPCAAEPALSAGS
LAAEPAENRKGTAVPVECPTCHKKF
LSKYYLKVHNRKHTGEKPFECPKCG
KCYFRKENLLEHEARNCMNRSEQV
FTCSVCQETFRRRMELRVHMVSHT
GEMPYKCSSCSQQFMQKKDLQSHM
IKLHGAPKPHACPTCAKCFLSRTELQ
LHEAFKHRGEKLFVCEECGHRASSR
NGLQMHIKAKHRNERPHVCEFCSH
IAFTQKANLNMHLRTHTGEKPFQCH
LCGKTFRTQASLDKHNRTHTGERPF
SCEFCEQRFTEKGPLLRHVASRHQE
GRPHFCQICGKTFKAVEQLRVHVRR
HKGVRKFECTECGYKFTRQAHLRR
HMEIHDRVENYNPRQRKLRNLIIED
EKMVVVALQPPAELEVGSAEVIVESL
IAQGGLASQLPGQRLCAEESFTGPGV
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